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Novartis Research Foundation, San Diego, CA
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La Jolla, CA

2000-2005 Assistant Professor, Department of Cell Biology, The Scripps Research Institute,
La Jolla, CA
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Claire Kidgell, Ph.D. Research Associate, The Scripps Research Institute, La Jolla, CA

THESIS COMMITTEE ADVISOR:
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Science and Technology, La Jolla, CA
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Member, American Society for Microbiology, 2005

Attendee, The National Academies Keck Futures Initiative Genomic Revolution Conference, 2005

Ad-hoc Reviewer, National Institutes of Health, CSR Genome Study Section, 2005

Ad-hoc Reviewer, Burroughs-Wellcome Trust, 2005

Genome Canada Review Panel, 2005

Member, American Society of Tropical Medicine and Hygiene, 2002 - present

Advisory Committee, Inflammation and the Host Response to Injury, 2003 - present

World Health Organization Advisory Meeting: Bioinformatics and Applied Genomics in Tropical
Diseases, Geneva, Switzerland, July 7-9, 2003

Organizer, National Science Foundation Frontiers in Science, 2001
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andWinzeler, E.A. (2005) ThePlasmodium falciparursexual development transcriptome: A
microarray analysis using ontology-based pattern identification, Mol Biochem Parasitol., 143(1):67-79.

Simpson K.M., Baum J., Good R. Winzeler E.A., Cowman A.F., Speed T.P. (2005) A comparison of
match-only algorithms for the analysisRiismodium falciparumligonucleotide arrays. Int J Parasitol.,
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Winzeler, E., Shapiro, L. (1997) Translation of the leaderlgaslobacterdnaX mRNA. J Bacterio|
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SUBMITTED PUBLICATIONS

Singh, A., Buscaglia, C., Wang, Q., Levay, A., Nussenzweig, D., Walker, J., Winzeler, E.A., Fujii, H.,
Fontoura, B. and Nussenzweig, V. (2007) Plasmodium Circumsporozoite Protein Promotes the
Development of the Liver Stages of the Parasite. Cell. Submitted

Sakata, T. and Winzeler, E.A. (2007) Genomics, Systems Biology and Drug Development for Infectious
Diseases. Molecular Biosystems. Submitted



Kato, N., Breton, G., Le Roch, K.G., Sakata, T., Nagle, A., Marr, F., Andersen, C., Plouffe, D., Chandran,
V.R., Henson, K., Zhou, Y., Johnson, J., Schultz, P.G., Gray, N., Harper, J. and Winzeler, E.A. (2007)
Combined chemical and genomic characterization of Plasmodium falciparum calcium dependent protein
kinase reveals a role in egress of the malaria parasite from the erythrocyte. Molecular Cell, Submitted

Kumar, K.A., Garcia, C.R.S., Chandran, V.R., Van Rooijen, N., Zhou, Y., Winzeler, E. and Nussenzweig,
V. (2006) Exposure of Plasmodium sporozoites to the intracellular concentration of potassium enhances
infectivity and suppresses cell passage activity. PloS Pathog., Submitted

INVITED PUBLICATIONS
Winzeler, E. (2006) Applied systems biology and malaria. Nat Rev Microbiol., 4(2):145-51.

Kidgell, C. andWinzeler, E.A. (2006) Using the genome to dissect the molecular basis of drug
resistance. Future Microbiol., 1(2):185-199.

Kidgell, C andWinzeler EA. (2005) Elucidating genetic diversity wittigonucleotide arrays.
Chromosome Research3:225-235

Young, J.A. andWVinzeler, E.A. (2005) Using Expression Information to Discover New Drug and
Vaccine Targets in the Malaria Paraglasmodium falciparumPharmacogenomi¢c$(1}17-26.

Grunenfelder, B.Winzeler, E.A. (2002) Treasures and traps in genome-wide data sets: case examples
from yeast.Nature Review Genetic3(9):653-661.

Que, Q.Q.Winzeler, E.A. (2002) Large-scale mutagenesis and functional genomics in yeast.
Functional & Integrative Genomic2(4-5):193-198.
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Winzeler, E.A., Liang, H., Shoemaker, D.D., Davis, R.W. (2000) Functional analysis of the yeast
genome by precise deletion and parallel phenotypic characterizitovartis Found Symp229:105-9.

Soll, D.R.,Winzeler, E.A. (2000) Editorial overview: Genome-wide approaches to cell function.
Current Opinion in MicrobiologyVol3 No3:283-4.

Lockhart, D.J. Winzeler, E.A. (2000 Genomics, gene expression and DNA arrdyature,405:827-
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Biotechnology18:715-16.
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BOOK CHAPTER PUBLICATIONS

LeRoch, K.G. an®Winzeler, E.A. (2005) Molecular Approaches to Malaria: The Transcriptome of the
Malaria ParasiteRlasmodium falciparumASM Press, 5:68-84.

Le Roch, K.G. an®inzeler, E.A. (2004) Biochip in Malaria for Anti-Parasitic Discovery. Biochips as
Pathways to Drugs.

Le Roch, K.G. andWinzeler, E.A. (2004) Genome-wide analysis of gene expression. Encyclopedia of
Biological Chemistry. Elseivier, 2:175-180.

Karlyshev, A.V., Dorrell, N.Winzeler, E., Wren, B.W. (2002)Further strategies for signature-tagged
mutagenesis and the application of oligonucleotide microarrays for the quantitation of DNA-tagged
strains, Functional Microbial Genomics in Methods in Microbiologiypndon, United Kingdom, Vol33
edited by Wren, B.W., Dorrell, N., Elsevier Science Ltd.

Winzeler, E.A., Schena, M., Davis, R.W. (199%lourescence-based expression monitoring using
microarrays.Methods in Ezymolog$309:3-18.

DISSERTATIONS
Winzeler, E. (1996) Factors controlling DNA replication in tBaulobactercell cycle. Thesis,
Stanford University, Stanford, CA.

Winzeler, E. (1990) The effects of pH on the torsional flexibility of DNA bound tmeleosome core
particle. MasterOs Thesis, Oregon State University, Corvallis, OR.

INVITED LECTURES

Combined Proteomic and Transcriptomic: Characterization of the P. falciparum Life Cycle in vivo. May
21-May 25, 2007. Toronto, Canada. Organized by the General Meeting Program Committee and
American Society for Microbiology.

Molecular Profiling of Cell Systems. April 28-May 2, 2007. Washington, District of Columbia. 2007
American Society for Biochemistry and Molecular Biology (ASBMB) Annual Meeting. Organized by
American Society for Biochemistry and Molecular Biology (ASBMB).

Systems Biology of Malaria. April 1-April 3,2007. Vienna, Austria. Organized by members of the
Vienna Biocenter.

Living Inside the Human Erythrocyte. March 26-29, 2007. University of Manchester, United Kingdom.
160™ Ordinary Meeting. Organized by the Society for General Microbiology.

Oomycete Molecular Genetics Network. March 18-20, 2007. University of California, Riverside.
Biodefense Informatics and Proteomics: Using systems biology to discover regulatory networks in

parasites.” February 27-March 3, 2007. Washington, District of Columbia. 2007 ASM Biodefense
Research Meeting. Organized by ASM Biodefense and Emerging Infectious Diseases.



Using the genome to find new targets for malaria vaccines. January 27-31, 2007. Miami Beach, Florida.
2007 Miami Winter Symposium. Organized by the University of Miami, Nature Publishing Group, and
Scripps Florida.

Systems Biology in Drug Discovery. December 4-6, 2006. Philadelphia, Pennsylvania. Organized by
GTCbio’s 2" Modern Drug Discovery and Development Summit.

Genomics, systems biology, and malaria. October 11, 2006. Burlington, Vermont. Organized by the
Microbiology and Molecular Genetics Department at the University of Vermont.

Macro approaches in microbiology: Using technology, computation and the genome to find new
therapies for infectious diseases. September 14, 2006. Cambridge, Massachusettes. Organized by Broad
Institute of Harvard and MIT.

Genomes, Populations, and Systems in Malaria. May 4, 2006. Reno, Nevada. Organized by the
Department of Biochemistry and Molecular Biology at the University of Nevada, Reno.

Genomes, Systems and Populations in Malaria. March 31, 2006. New York, New York. Organized by
the Department of Medical Parasitology at New York University.

Systems Biology: Integrating Biology, Technology, and Computation. March 5-March 10, 2006. Taos,
New Mexico. Organized by the Keystone Symposium.

Integrative Biology of Plasmodium falciparurRebruary 28-March 5, 2006. Taos, New Mexico.
Organized by the Keystone Symposia.

Functional Genomics of the Malaria Parasifanuary 30-February 6, 2006. Keystone, Colorado.
Organized by the Keystone Symposia.

Applied Systems Biology: using genomics to develop new treatments for mademigary 23, 2006. San
Diego, California. Organized by the Department of Bioengineering at the University of California, San
Diego.

Mini-Symposium On Liver-Stage Genomics and Proteonidezember 9, 2005. Washington, District of
Columbia. Organized by Naval Malaria Research Center and Imperial College of London.

ORFeomes and Systems: Investigating the malaria orfedbtneember 30 ® December 2, 2005. Boston,
Massachusettes. Organized by The ORFeome 2005 Organizing Committee.

Applied Systems Biology and Malaria: using high-throughput technologies to annotate the genome.
September 28, 2005. London, United Kingdom. Organized by the London School of Hygiene and
Tropical Medicine.

Systems Biology of Infectious Diseaday 27, 2005. San Diego, California. Organized by the
Department of Bioengineering at the University of California, San Diego.

Next Steps to MalariaApril 28-29, 2005. Cambridge, Massachusettes. Organized by the Burroughs
Wellcome Trust Fund, The Broad Institute at MIT.

Systems Biology of MalariaApril 8-13, 2005. Keystone, Colorado. Organized by the 2005 Keystone
Symposium Committee.



Systems Biology of Drug Discovery for Malaridecember 13, 2004. Irvine, California. Organized by
the Department of Pharmacology at the University of California, Irvine.

Systems Biology of Malaria October 16-19, 2004eidelberg, Germany. Organized by the European
Molecular Biology Laboratory (EMBL): Functional Genomics; Exploring the Edges of Omics.

Using Expression Information to Discover New Drug and Vaccine Targets in the Malaria Parasite, P.
falciparum October 6-9, 2004. Portland, Oregon. Organized by the American Society of Microbiology:
Functional Genomics and Bioinformatic Approaches to Infectious Disease Research.

Using Systems Biology to Study Malaria Parasite Human Interactidmse 27-July 2, 2004Newport,
Rhode Island. Organized by the 2004 Gordon Conference Committee.

The Chemical Genetics and Cell Biology of Malaria B A Genomic Perspeapvié 20, 2004 San
Diego, California. Organized by the San Diego Cell Biology Committee.

Systems Biology and MalariKeynote Speaker. March 28-31, 2004. San Diego, California. Organized
by the RECOMB 2004 Steering Committee.

Technology and Tropical Diseases: Using Functional Genomics to Find New Drug Targets and
Immunogens for MalariaMarch 8, 2004. Philadelphia, Pennsylvania. Organized tRdtssitology
Graduate Group and Department of Microbiology at University of Pennsylvania.

Molecular Approaches to MalariaFebruary 1-5, 2004. Lorne, Victoria, Australi@rganized by the
International MAM 2004 Organising Committee, Walter and Eliza Hall Institute.

Technology and tropical medicine: Systems Biology of the Malaria Pards$ie.12, 2003. Berkeley,
California. Organized by the University of California, Berkeley, Computational Biology Students.

Symposium on Frontiers in Genomics and Proteomics: Probing Genome Structure and Function Using
High Density Oligonucleotide ArraysAugust 11-12, 2003. Ottawa, Canada. Organized by the
International Union of Pure and Applied Chemistry (IUPAC) and The Canadian Society for Chemistry
(CSO).

Technology and tropical medicine: studying the structure and function of the Plasmodium falciparum
genome using high-density oligonucleotode arradpril 23-25, 2003. Seattle, Washington. Organized
by the University of Washington, Seattle, Biomedical Research Institute.

Functional Analysis of the Plasmodium Genom¢ Malaria Microarray Workshop. March 3-7, 2003.
Bangkok, Thailand. Organized by the National S & T Development Agency.

New technology for an ancient disease using whole-genome approaches to elucidate the Molecular basis
of Plasmodium falciparum pathogenesist John Hopkins University. January 8-10, 2003. Baltimore,

MD.

Characterizing the Plasmodium falciparum genome using high-destigiopnucleotide arrays.At

ASTMH 51* Annual meeting, MCIP Symposium-3. November 10-14, 2002. Denver, CO. Organized
by the American Society of Tropical Medicine and Hygiene.
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Functional genomics of Plasmodium falcipartust Colloquium on Global Infectious Diseases. June 20-
22, 2002. Woods Hole, MA. Organized by the Ellison Medical Foundation and the Marine Biological
Laboratory.

Oligonucleotide arrays for the study of Plasmodium transcription, inheritance, and populafibRgst
Rodent Malaria Genomics Meeting. November 15-16, 2001. Atlanta, GA. Organized by The Institute
for Genomic Research.

Genetic Variation in Small GenomeAt thel3th International Genome Sequencing and Analysis
Conference. October 25-28, 2001. San Diego, CA. Organized by TIGR, The Institute for Genomic
Research.

Yeast functional genomics and its relevance to drug discovar{Xth International Conference on

Yeast Genetics and Molecular Biology. August 26-31, 2001. Prague, Czech Republic. Organized by the
Federation of European Microbiological Societies and European CommissionNHuman Potential
Programme.

Parallel functional analysis of small genomest a Keystone Symposium: Systems Approach to Plant
Biology. January 26-31, 2001. Big Sky, MT. Organized by Joseph R. Ecker and Steven P. Briggs.
Sponsored by Monsanto Company.

Massively parallel functional genomics in yeast Functional Genomics Seminar. November 16, 2000.
Cambridge, MA. Organized by the Whitehead Institute/ MIT Center for Genome Research Functional
Genomics Program.

Functional Analysis of the Yeast Genorfiregon State UniversityWeekly Seminar Serie©ctober
2000.

Massively parallel functional analysis of the yeast genoAtePost genomics: gene expression profiling
live and beyond. ASM 180general meeting. May 21-25, 2000. Los Angeles, CA.

Direct allelic variation scanning of the yeast genom¢ DNA replication, recombination, and repair.
November 16-19, 1999. Kobe, Japan.

Functional genomics with signature-tagged deletion strains of yegadt MAC Congress 1999,
Conference on Biotechnology. October 14, 1999. Basel, Switzerland.

Parallel functional analysis of the yeast genomdg¢ Functional Genomics: from gene to commercial
reality. September 19-22, 1999. Ambleside, United Kingdom.

Utilisation of bar-coded mutant collections in functional genonA¢s-unctional Genomics: the
challenge of multicellularity. August 26-27, 1999. Goteborg, Sweden.

At Novartis Foundation 80Anniversary Celebration Symposium. From Genome to Therapy:
Integrating new technologies with drug development. June 2-24, 1999. Basel Switzerland. Organized by
the Novartis Foundation.

The Arabidopsis GenomeAt Cold Spring Harbor Biotechnology Meeting. December 3-6, 1998. Cold
Spring Harbor, NY. Organized by the Cold Spring Harbor Laboratories.

Wellcome Trust Lecture. At Autumn Symposia. September 12, 1998. London, United Kingdom.
Organized by the British Society for Parasitology.
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Mutational Analysis of the Yeast Genonfe GIM 8" International Symposium. June 28-July 2, 1998.
Tel Aviv, Israel. Organized by the Genetics of Industrial Microorganisms.

Functional analysis of the yeast genomé Technologies for Functional Genomics. June 25-26, 1998.
Warwick, United Kingdom. Organized by the BBSRC.

Functional analysis of the yeast genomé.Pathogenomics Workshop. December 12-13, 1997.
Vancouver, BC, Canada. Organized by the Peter Wall Institute for Advanced Studies, University of
British Colombia.

Functional analysis of the yeast genormé Discovery of Differential Expressed Genes and Functional
Analysis. October 28, 1997. Parsippany, NJ, USA. Organized by the Novartis Foundation.

Parallel Analysis of the Yeast Genon#. The Second Meeting of the Network for the Functional
Analysis of the Yeast Genome. February 20-23, 1997. Manchester, United Kingdom. Organized by the
European Functional Analysis Network.

PLATFORM PRESENTATIONS

Direct Allelic Variation Scanning of the Yeast Genomé The 10" International Genome Sequencing
and Analysis Conference. September 17-20, 1998. Miami Beach, Florida, USA. Organized by The
Institute for Genomic Research.

Genome-wide mapping of yeast chromosomal origins of replicatihe Yeast Genetics and

Molecular Biology Meeting. July 27-August 2, 1998. College Park, MD, USA. Organized by the
Genetics Society of America.
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