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CURRICULUM VITAE - ELIZABETH A. WINZELER, Ph.D.

ADDRESS AND TELEPHONE NUMBERS
The Scripps Research Institute Genomics Institute of the Novartis
Department of Cell Biology Research Foundation
10550 North Torrey Pines Road Department of Cellular Biology
Mail Drop ICND 202 10675 John Jay Hopkins Drive
La Jolla, CA 92037-1000 San Diego, CA 92121
Phone: 858-784-9468 Phone: 858-812-1558
Fax: 858-784-9860 Fax: 858-812-1746
Email: winzeler@scripps.edu Email: winzeler@gnf.org
Website:  http://www.scripps.edu/cb/winzeler

EDUCATION
Stanford University, Stanford, CA Ph.D.      1996  Developmental Biology
Oregon State University, Corvallis, OR M.S.          1990 Biophysics, Biochemistry
Lewis and Clark College, Portland, OR B.A.          1984  Natural Sciences, Art

PROFESSIONAL AND RESEARCH EXPERIENCE
2007-present Program Director, Department of Cellular Biology, Genomics Institute of the

     Novartis Research Foundation, San Diego, CA
2005-present Associate Professor, Department of Cell Biology, The Scripps Research Institute,

     La Jolla, CA
2000-2005 Assistant Professor, Department of Cell Biology, The Scripps Research Institute,

     La Jolla, CA
1999-2006 Department Head, Department of Cellular Biology, Genomics Institute of the

     Novartis Research Foundation, San Diego, CA
1996-1999 Postdoctoral Fellow, Department of Biochemistry, Stanford University,

     laboratory of Dr. Ronald Davis
1990-1996 Graduate Student, Stanford University, Department of Developmental Biology,

     laboratory of Dr. Lucy Shapiro
1988-1990 Graduate Student, Oregon State University, Department of Biophysics and

     Biochemistry, laboratory of Dr. Enoch Small
1985-1988 Computer Programmer and Systems Analyst, U.S. Bureau of Labor Statistics,

     Washington, D.C.

HONORS AND AWARDS
W.M. Keck Foundation, Distinguished Young Scholar in Medical Research Award, 2004
American Society of Tropical Medicine and Hygiene (ASTMH) Molecular, Cellular, and Immuno
     Parasitology Award, 2002
The Ellison Medical Foundation, New Scholar Award, 2001
Attendee, National Science Foundation Frontiers in Science, 2000
John Wasmuth Fellowship in Genomic Research, 1997-1999
Honorable Mention, National Science Foundation Fellowship, 1989
Oregon State University Graduate School Fellowship, 1988
John Howard Scholarship, 1980-84.
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TEACHING ASSIGNMENTS
Course Lecturer, The Scripps Research Institute Graduate Program: Experimental Methods in Biology
     and Chemistry, 2004
Course Lecturer, The Scripps Research Institute Graduate Program: Molecular Biology, 2003-2004
Course Lecturer, World Health Organization (WHO) funded course: Microarrays for Malaria,
     Bangkok, Thailand, 2003

TRAINEES: (students and post-doctoral fellows trained in my lab):

PRESENT TRAINEES:
Shailendra Kumar, Ph.D. Research Associate, The Scripps Research Institute, La Jolla, CA
Stephan Meister, Ph.D. Research Associate, The Scripps Research Institute, La Jolla, CA
Neekesh Dharia Graduate Student, The Scripps Research Institute, La Jolla, CA
Case McNamara, Ph.D. Postdoctoral Associate, Genomics Institute of the Novartis Research

   Foundation, San Diego, CA
Tomoyo Sakata, Ph.D. Postdoctoral Associate, Genomics Institute of the Novartis Research

   Foundation, San Diego, CA
Nobutaka Kato, Ph.D. Postdoctoral Associate, Genomics Institute of the Novartis Research

   Foundation, San Diego, CA
Vandana Ramachandran, Ph.D.Research Associate, The Scripps Research Institute, La Jolla, CA
Scott Westenberger, Ph.D. Research Associate, The Scripps Research Institute, La Jolla, CA
Jason Young Graduate Student, The Scripps Research Institute, La Jolla, CA
Jeffrey Johnson Graduate Student, The Scripps Research Institute, La Jolla, CA

PAST TRAINEES:
Karine G. Le Roch, Ph.D. Assistant Professor, University of California, Riverside
Guy Oshiro, Ph.D. Research Scientist, Kalypsys, San Diego, CA
Qiang Quick Que, Ph.D. Research Scientist, Translational Genomics Research Institute (TGEN),

     Washington, DC
Bjorn Grunenfelder, Ph.D. Research Scientist, Novartis Institute for Biomedical Research,

     Boston, MA
Javier Botet Graduate Student, Universidad de Salamanca, Spain
Claire Kidgell, Ph.D. Research Associate, The Scripps Research Institute, La Jolla, CA

THESIS COMMITTEE ADVISOR:
Vieng Boukena Graduate Student, University of California, San Diego, La Jolla, CA
Jason Young Graduate Student, The Scripps Research Institute, Kellogg School of

     Science and Technology, La Jolla, CA
Jeffrey Johnson Graduate Student, The Scripps Research Institute, Kellogg School of

     Science and Technology, La Jolla, CA
Russell Gordley Graduate Student, The Scripps Research Institute, Kellogg School of

     Science and Technology, La Jolla, CA
Michael Barnes Graduate Student, The Scripps Research Institute, Kellogg School of

     Science and Technology, La Jolla, CA
Peter Smith Graduate Student, The Scripps Research Institute, Kellogg School of

     Science and Technology, La Jolla, CA
Nick Reeves Graduate Student, University of California San Diego, San Diego, CA
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PROFESSIONAL ACTIVITIES / MEMBERSHIPS
Member, American Society for Microbiology, 2005
Attendee, The National Academies Keck Futures Initiative  Genomic Revolution Conference, 2005
Ad-hoc Reviewer, National Institutes of Health, CSR Genome Study Section, 2005
Ad-hoc Reviewer, Burroughs-Wellcome Trust, 2005
Genome Canada Review Panel, 2005
Member, American Society of Tropical Medicine and Hygiene, 2002 - present
Advisory Committee, Inflammation and the Host Response to Injury, 2003 - present
World Health Organization Advisory Meeting: Bioinformatics and Applied Genomics in Tropical
     Diseases, Geneva, Switzerland, July 7-9, 2003
Organizer, National Science Foundation Frontiers in Science, 2001

EDITORIAL RESPONSIBILITIES

AD-HOC REVIEWER FOR:
   Nature
   Science
   Nature Genetics
   Nature Biotechnology
   PNAS (PNAS)
   Genome Research
   Molecular Microbiology
   Molecular and Biochemical Parasitology

FUNDING
Wellcome-Trust MMV Project Portfolio for the Discovery of Antimalarial Drugs, 2006, Co-Investigator
National Institutes of Health Grant Award, R21 AI64466-01 2006 Co-Investigator
National Institutes of Health Grant Award, R01 AIO59472-01, 2005-9, PI
W.M. Keck Foundation, Distinguished Young Scholar in Medical Research Award, 2004-9, PI
National Institutes of Health Grant Award, 1 R03 AI54687-01, 2003-5, PI
The Ellison Medical Foundation New Scholar Award, 2001, PI

PATENTS FILED
Winzeler, E., Richards, D., Davis, R., McGarrigle, P. September 12, 2001. ÒMethod for Parallel
Screening of Allelic Variation.Ó US Application No: 09/516,388.

PUBLICATIONS

JOURNAL PUBLICATIONS
Gunasekera, A.M., Myrick, A., Roch KL, Winzeler E, Wirth DF.  (2007) Plasmodium falciparum :
Genome wide perturbations in transcript profiles among mixed stage cultures after chloroquine treatment.
Exp Parasitol. 14 Mar [Epub ahead of print]

Gunasekera, A.M., Myrick, A., Militello, K.T., Sims, J.S., Dong, C.K., Gierahn ,T., Le Roch, K., (2007)
Winzeler, E, Wirth, D.F.  Regulatory motifs uncovered among gene expression clusters in Plasmodium
falciparum. Mol Biochem Parasitol. 153(1):19-30.

Kidgell, C., Volkman, S.K., Daily, J., Borevitz, J.O., Plouffe, D., Zhou, Y., Johnson, J.R., Le Roch, K.G.,
Sarr, O., Ndir, O., Mboup, S., Batalov, S., Wirth, D.F. and Winzeler, E.A. (2006) A systematic map of
genetic variation in Plasmodium falciparum.  PLoS Pathog., 2(6):e57.
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Carret, C., Horrocks, P., Konfortov, B., Winzeler, E.A., Qureshi, M., Newbold, C., and Ivens, A. (2005)
Microarray-based comparative genomic analyses of the human malaria parasite Plasmodium falciparum
using Affymetrix arrays.  Mol Biochem Parasitol, 144(2):177-86.

Stubbs, J., Simpson, K., Triglia, T., Plouffe, D., Tonkin, C.J., Duraisingh, M.T., Maier, A.G., Winzeler,
E.A., and Cowman, A.F.  (2005) Molecular mechanism for switching of P. falciparum invasion pathways
into human erythrocytes.  Science, 309(5739):1384-7.

Young, J., Fivelman, Q.L., Blair, P., de la Vega, P., Le Roch, K.G., Zhou, Y., Carucci, D.J., Baker, D.A.
and Winzeler, E.A.  (2005) The Plasmodium falciparum sexual development transcriptome: A
microarray analysis using ontology-based pattern identification, Mol Biochem Parasitol., 143(1):67-79.

Simpson K.M., Baum J., Good R.T., Winzeler E.A., Cowman A.F., Speed T.P.  (2005) A comparison of
match-only algorithms for the analysis of Plasmodium falciparum oligonucleotide arrays. Int J Parasitol.,
35(5):523-31.

Daily, JP, Le Roch, K.G., Sarr, O., Ndiaye, D., Lukens, A., Zhou, Y., Ndir, O., Mboup, S., Sultan, A.,
Winzeler, E.A. and Wirth, D.F.  (2005)   In vivo transcriptome of P. falciparum reveals over expression
of transcripts encoding surface proteins.  Journ. Of Infect. Diseases, 191:1196-1203.

OÕNeill, B.M., Hanway, D. and Winzeler, E.A. (2004) Coordinated functions of WSS1, PSY2 and TOF1
in the DNA damage response. Nucleic Acids Res., 32(22):6519-6530.

Zhou, Y., Young, J., Santrosyan, A., Kaisheng, C., Yan, F., and Winzeler, E.A. (2004) In silico Gene
Function Prediction using Ontology-based Pattern Identification. BMC Informatics, 21(7):1237-45.

Le Roch, K.G., Johnson, J.R., Florens, L., Zhou, Y., Santrosyan, A., Grainger, M., Yan, S.F., Williamson,
K.C., Holder, A.A., Carucci, D.J., Yates III, J.R., and Winzeler, E.A. (2004) Global analysis of transcript
and protein levels across the Plasmodium falciparum life cycle. Genome Research, 14:2308-2318.

Daily, J.P., Le Roch, K.G., Sarr, O., Fang, X., Zhou, Y., Ndir, O., Mboup, S., Sultan, A., Winzeler, E.A.,
and Wirth, D.F. (2004) In vivo transcriptional profiling of Plasmodium falciparum. Malarial Journal,
3:30.

Barrera, L., Benner, C., Tao, Y.C., Winzeler, E.A. and Zhou, Y. (2004) Leveraging two-way probe-level
block design for identifying differential gene expression with high-density oligonucleotide arrays. BMC
Informatics, 5(1):42.

Sam-Yellowe, T.Y., Florens, L., Johnson, J.R., Wang, T., Le Roch, K.G., Zhou, Y., Batalov, S., Carucci,
D.J., Winzeler, E.A. and Yates III, J.R. (2004) A Plasmodium gene family encoding MaurerÕs cleft
membrane proteins: Structural properties and expression profile. Genome Research, 14(6):1052-9.

LeRoch, K.G., Zhou, Y., Blair, P.L., Grainger, M., Moch, J.K., Haynes, J.D., De la Vega, P., Holder,
A.A., Batalov, S., Carucci, D.J., Winzeler, E.A. (2003) Discovery of gene function by expression
profiling of the malaria parasite lifecycle.  Science, 301 (5639): 1503-8.

Washburn, M.P., Oshiro, G., Koller, A., Ulaszek, R.R., Plouffe, D., Deciu, C., Winzeler, E., Yates, III,
J.R. (2003) Protein pathway and complex  clustering of correlated mRNA and protein expression analyses
in Saccharomycescerevisiae.  PNAS, USA, 100(6):3107-12.
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Borevitz, J.O., Liang, D., Plouffe, D., Chang, H-S., Zhu, T., Weigel, D., Berry, C.C., Winzeler, E.,
Choryl, J.  (2003)  Large scale identification of single feature polymorphisms in complex genomes.
Genome Research, 13(3):513-523

Winzeler, E.A., Castillo-Davis, C.I., Oshiro, G., Liang, D., Richards, D.R., Zhou, Y., Hartl, D.L.  (2003)
Genetic Diversity in Yeast Assessed with Whole-Genome Oligonucleotide Arrays.   Genetics, 163 (1):79-
89

Volkman, S., Hartl, D., Wirth, D.F., Nielsen, K.M., Choi, M., Batalov, S., Zhou, Y., Plouffe, D., LeRoch,
K.G., Abagyan, R., Winzeler, E.A.  (2002)  Excess polymorphisms in genes for membrane proteins in
Plasmodium falciparum.  Science, 298(5591):216-218.

Williams, R.M., Primig, M., Washburn, B.K., Winzeler, E.A., Bellis, M., Sarrauste de Menthiere, C.,
Davis, R.W., Esposito, R.E.  (2002) The Ume6 regulon coordinates metabolic and meiotic gene
expression in yeast.  Proc Natl Acad Sci USA, 99(21):13431-6.

LeRoch, K.G., Zhou, Y., Batalov, S., Winzeler, E.A.  (2002)  Monitoring the chromosome 2
interythrocytic transcriptome of Plasmodium falciparum using oligonucleotide arrays.  The American
Journal of Tropical Medicine and Hygiene, 67(3):233-243.

Giaever, G., Chu, A.M., Ni, L., Connelly, C., Riles, L., Veronneau, S., Dow, S., Lucau-Danila, A.,
Anderson, K., Andre, B., Arkin, A.P., Astromoff, A., El-Bakkoury, M., Bangham, R., Benito, R., Brachat,
S., Campanaro, S., Curtiss, M., Davis, K., Deutschbauer, A., Entian, K-D., Flaherty, P., Foury, F.,
Garfinkel, D.J., Gerstein, M., Gotte, D., Guldener, U., Hegemann, J.H., Hempel, S., Herman, Z.,
Jaramillo, D.F., Kelly, D.E., Kelly, S.L., Kotter, P., LaBonte, D., Lamb, D.C., Lan, N., Liang, H., Liao,
H., Liu, L., Luo, C., Lussier, M., Mao, R., Menard, P., Ooi, S.L., Revuelta, J.L., Roberts, C.J., Rose, M.,
Ross-Macdonald, P., Scherens, B., Schimmack, G., Shafer, B., Shoemaker, D.D., Sookhai-Mahadeo, S.,
Storms, R.K., Strathern, J.N., Valle, G., Voet, M., Volckaert, G., Wang, C., Ward, T.R., Wilhelmy, J.,
Winzeler, E.A., Yang, Y., Yen, G., Youngman, E., Yu, K., Bussey, H., Boeke, J.D., Snyder, M.,
Philippsen, P., Davis, R.W., Johnston, M.  (2002)  Functional profiling of the Saccharomyces cerevisiae
genome.  Nature, 418(6896):387-391.

Hanway, D., Chin, J.K., Xia, G, Oshiro, G., Winzeler, E.A., Romesberg, F.E.  (2002)  Previously
uncharacterized genes in the UV- and MMS- induced DNA damage response in yeast.  Proc Natl Acad
Sci USA, 99(16):10605-10.

Oshiro, G., Wodicka, L.M., Washburn, M.P., Yates, III, J.R., Lockhart, D.J., Winzeler, E.A.  (2002)
Parallel identification of new genes in Saccharomyces cerevisiae. Genome Research, 12(8):1210-20.

Raghuraman, M.K.*, Winzeler, E.A.*, Collingwood, D.*, Hunt, S., Wodicka, L., Conway, A., Lockhart,
D.J., Davis, R.W., Brewer, B.J., Fangman, W.L.  (2001)  Replication dynamics of the yeast genome.
Science, 294(5540):115-21. *equal contribution

Karlyshev, A.V., Oyston, P.C., Williams, K., Clark, G.C., Titball, R.W., Winzeler, E.A., Wren, B.W.
(2001)  Application of high-density array based signature-tagged mutagenesis to discover novel yersinia
virulence-associated genes.  Infection & Immunology, 69(12):7809-10.

Primig, M., Williams, R.M., Winzeler, E.A., Tevzadze, G.G., Conway, A.R., Hwang, S.Y., Davis, R.W.,
Esposito, R.E.  (2000)   The core meiotic transcriptome in budding yeasts.  Nat Genetics, 26:415-23.
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Winzeler, E., Shoemaker, D., Astromoff, A., Liang, H., Anderson, K., Andre, B., Bangham, R., Benito,
R., Boeke, J., Bussey, H., Chu, A., Connelly, C., Davis, K., Dietrich, F., Dow, S., El, B., Foury, M.F.,
Friend, S., Gentalen, E., Giaever, G., Hegemann, J., Jones, T., Laub, M., Liao, H., Liebundguth, N.,
Lockhart, D., Lucau-Danila, A., Lussier, M., MÕRabet, N., Menard, P., Mittmann, M., Pai, C.,
Rebischung, C., Revuelta, J., Riles, L., Roberts, C., Ross-MacDonald, P., Scherens, B., Snyder, M.,
Sookhai-Mhadeo, S., Storms, R., Veronneau, S., Voet, M., Volckaert, G., Ward, T., Wysocki, R., Yen,
G., Yu, K., Zimmermann, K., Philippsen, P., Johnston, M., Davis, R.  (1999)  Functional characterization
of the Saccharomyces cervisiae genome by precise deletion and parallel analysis.  Science, 285:901-6.

Giaever, G., Shoemaker, D.S., Jones, T.W., Liang, H., Winzeler, E.A., Astromoff, A., Davis, R.W.
(1999)  Genomic profiling of drug and toxin sensitivities via induced haploinsufficiency.  Nature
Genetics, 21:278-83.

Winzeler, E.A., Lee, B., McCusker, J.H., Davis, R.W.  (1999)   Whole genome genetic-typing using
high-density oligonucleotide arrays.  Parasitology, 118 Suppl:S73-80.

Winzeler, E.A., Richards, D.R., Conway, A.R., Goldstein, A.L., Kalman, S., McCullough, M.J.,
McCusker, J.H., Stevens, D.A., Wodicka, L., Lockhart, D.J., Davis, R.W.  (1998)  Direct allelic variation
scanning of the yeast genome.  Science, 281:1194-7.

Cho, R.J., Campbell, M.J., Winzeler, E.A., Steinmetz, L., Conway, A.R., Wodicka, L., Wolfsberg, T.G.,
Gabrielian, A.E., Landsman, D., Lockhart, D.J., Davis, R.W.  (1998)  A genome-wide transcriptional
analysis of the mitotic cell cycle.  Mol Cell, 2:65-73.

Winzeler, E., Wheeler, R., Shapiro, L.  (1997)  Transcriptional analysis of the Caulobacter 4.5S RNA
and the physiological basis of a ffs mutant with a Ts phenotype.  J Mol Biol., 272:665-76.

Winzeler, E., Shapiro, L.  (1997)  Translation of the leaderless Caulobacter dnaX mRNA.  J Bacteriol,
179:3981-8.

Winzeler, E., Shapiro, L.  (1996)  A novel promoter motif for Caulobacter cell cycle-controlled DNA
replication promoters.  J Mol Biol., 264:412-25.

Winzeler, E., Shapiro, L.  (1995)  Use of flow cytometry to identify a Caulobacter 4.5S RNA
temperature-sensitive mutant defective in the cell cycle.  J Mol Biol., 251:346-65.

Winzeler, E., Small, E.W.  (1991)  Flourescence anisotropy decay of ethidium bound to nucleosome core
particles:  The torsional motion of the DNA is highly constrained and sensitive to pH.  Biochemistry,
30:5304-13.

SUBMITTED PUBLICATIONS
Singh, A., Buscaglia, C., Wang, Q., Levay, A., Nussenzweig, D., Walker, J., Winzeler, E.A., Fujii, H.,
Fontoura, B. and Nussenzweig, V. (2007) Plasmodium Circumsporozoite  Protein Promotes the
Development of the Liver Stages of the Parasite.  Cell.  Submitted

Sakata, T. and Winzeler, E.A. (2007) Genomics, Systems Biology and Drug Development for Infectious
Diseases.  Molecular Biosystems.  Submitted
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Kato, N., Breton, G., Le Roch, K.G., Sakata, T., Nagle, A., Marr, F., Andersen, C., Plouffe, D., Chandran,
V.R., Henson, K., Zhou, Y., Johnson, J., Schultz, P.G., Gray, N., Harper, J. and Winzeler, E.A. (2007)
Combined chemical and genomic characterization of Plasmodium falciparum calcium dependent protein
kinase reveals a role in egress of the malaria parasite from the erythrocyte.  Molecular Cell,  Submitted

Kumar, K.A., Garcia, C.R.S., Chandran, V.R., Van Rooijen, N., Zhou, Y., Winzeler, E. and Nussenzweig,
V. (2006) Exposure of Plasmodium sporozoites to the intracellular concentration of potassium enhances
infectivity and suppresses cell passage activity. PloS Pathog., Submitted

INVITED PUBLICATIONS
Winzeler, E. (2006) Applied systems biology and malaria. Nat Rev Microbiol., 4(2):145-51.

Kidgell, C. and Winzeler, E.A. (2006) Using the genome to dissect the molecular basis of drug
resistance.  Future Microbiol., 1(2):185-199.

Kidgell, C and Winzeler EA.  (2005) Elucidating genetic diversity with oligonucleotide arrays.
Chromosome Research, 13:225-235.

Young, J.A. and Winzeler, E.A. (2005) Using Expression Information to Discover New Drug and
Vaccine Targets in the Malaria Parasite Plasmodium falciparum.  Pharmacogenomics, 6(1):17-26.

Grunenfelder, B., Winzeler, E.A.  (2002)  Treasures and traps in genome-wide data sets:  case examples
from yeast.  Nature Review Genetics, 3(9):653-661.

Que, Q.Q., Winzeler, E.A.  (2002)  Large-scale mutagenesis and functional genomics in yeast.
Functional & Integrative Genomics, 2(4-5):193-198.

Hartl, D.L., Volkman, S.K., Neilsen, K.M., Barry, A.E., Day, K.P., Wirth, D.F., Winzeler, E.A. (2002)
The paradoxical population genetics of Plasmodium falciparum.  Trends in Parasitology, 18(6):266-272.
Winzeler, E.A., Liang, H., Shoemaker, D.D., Davis, R.W.  (2000)  Functional analysis of the yeast
genome by precise deletion and parallel phenotypic characterization.  Novartis Found Symp., 229:105-9.

Soll, D.R., Winzeler, E.A.  (2000)  Editorial overview:  Genome-wide approaches to cell function.
Current Opinion in Microbiology, Vol3 No3:283-4.

Lockhart, D.J., Winzeler, E.A.  (2000)  Genomics, gene expression and DNA arrays.  Nature, 405:827-
36.

Oshiro, G., Winzeler, E.A.  (2000)  AneuploidyÑitÕs more common than you think.  Nature
Biotechnology, 18:715-16.

Winzeler, E.  (1997)  Functional genomics of Saccharomyces cerevisiae.  ASM News, 63:312-17.

Winzeler, E., Davis, R.  (1997)  Functional analysis of the yeast genome.  Curr Opinions in Genetics and
Development, 7:771-76.
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BOOK CHAPTER PUBLICATIONS

LeRoch, K.G. and Winzeler, E.A. (2005) Molecular Approaches to Malaria: The Transcriptome of the
Malaria Parasite, Plasmodium falciparum. ASM Press, 5:68-84.

Le Roch, K.G. and Winzeler, E.A. (2004) Biochip in Malaria for Anti-Parasitic Discovery.  Biochips as
Pathways to Drugs.

Le Roch, K.G. and  Winzeler, E.A. (2004) Genome-wide analysis of gene expression. Encyclopedia of
Biological Chemistry. Elseivier, 2:175-180.

Karlyshev, A.V., Dorrell, N., Winzeler, E., Wren, B.W. (2002)  Further strategies for signature-tagged
mutagenesis and the application of oligonucleotide microarrays for the quantitation of DNA-tagged
strains,  Functional Microbial Genomics in Methods in Microbiology: London, United Kingdom, Vol33
edited by Wren, B.W., Dorrell, N., Elsevier Science Ltd.

Winzeler, E.A., Schena, M., Davis, R.W.  (1999)  Flourescence-based expression monitoring using
microarrays.  Methods in Ezymology, 309:3-18.

DISSERTATIONS
Winzeler, E.  (1996)  Factors controlling DNA replication in the Caulobacter cell cycle.  Thesis,
Stanford University, Stanford, CA.

Winzeler, E.  (1990)  The effects of pH on the torsional flexibility of DNA bound to a nucleosome core
particle.  MasterÕs Thesis, Oregon State University, Corvallis, OR.

INVITED LECTURES
Combined Proteomic and Transcriptomic: Characterization of the P. falciparum Life Cycle in vivo.  May
21-May 25, 2007.  Toronto, Canada.  Organized by the General Meeting Program Committee and
American Society for Microbiology.

Molecular Profiling of Cell Systems.  April 28-May 2, 2007.  Washington, District of Columbia.  2007
American Society for Biochemistry and Molecular Biology (ASBMB) Annual Meeting.  Organized by
American Society for Biochemistry and Molecular Biology (ASBMB).

Systems Biology of Malaria.  April 1-April 3, 2007.  Vienna, Austria.  Organized by members of the
Vienna Biocenter.

Living Inside the Human Erythrocyte.  March 26-29, 2007.  University of Manchester, United Kingdom.
160TH Ordinary Meeting.  Organized by the Society for General Microbiology.

Oomycete Molecular Genetics Network.  March 18-20, 2007.  University of California, Riverside.

Biodefense Informatics and Proteomics: Using systems biology to discover regulatory networks in
parasites.”  February 27-March 3, 2007.  Washington, District of Columbia.  2007 ASM Biodefense
Research Meeting.  Organized by ASM Biodefense and Emerging Infectious Diseases.
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Using the genome to find new targets for malaria vaccines.  January 27-31, 2007.  Miami Beach, Florida.
2007 Miami Winter Symposium.  Organized by the University of Miami, Nature Publishing Group, and
Scripps Florida.

Systems Biology in Drug Discovery.  December 4-6, 2006.  Philadelphia, Pennsylvania.  Organized by
GTCbio’s 2nd Modern Drug Discovery and Development Summit.

Genomics, systems biology, and malaria.  October 11, 2006.  Burlington, Vermont.  Organized by the
Microbiology and Molecular Genetics Department at the University of Vermont.

Macro approaches in microbiology: Using technology, computation and the genome to find new
therapies for infectious diseases.  September 14, 2006.  Cambridge, Massachusettes.  Organized by Broad
Institute of Harvard and MIT.

Genomes, Populations, and Systems in Malaria.  May 4, 2006.  Reno, Nevada.  Organized by the
Department of Biochemistry and Molecular Biology at the University of Nevada, Reno.

Genomes, Systems and Populations in Malaria.  March 31, 2006.  New York, New York.  Organized by
the Department of Medical Parasitology at New York University.

Systems Biology: Integrating Biology, Technology, and Computation.  March 5-March 10, 2006.  Taos,
New Mexico.  Organized by the Keystone Symposium.

Integrative Biology of Plasmodium falciparum.  February 28-March 5, 2006.  Taos, New Mexico.
Organized by the Keystone Symposia.

Functional Genomics of the Malaria Parasite. January 30-February 6, 2006.  Keystone, Colorado.
Organized by the Keystone Symposia.

Applied Systems Biology: using genomics to develop new treatments for malaria.  January 23, 2006.  San
Diego, California.  Organized by the Department of Bioengineering at the University of California, San
Diego.

Mini-Symposium On Liver-Stage Genomics and Proteomics.  December 9, 2005.  Washington, District of
Columbia.  Organized by Naval Malaria Research Center and Imperial College of London.

ORFeomes and Systems: Investigating the malaria orfeome.  November 30 Ð December 2, 2005.  Boston,
Massachusettes.  Organized by The ORFeome 2005 Organizing Committee.

Applied Systems Biology and Malaria: using high-throughput technologies to annotate the genome.
September 28, 2005.  London, United Kingdom.  Organized by the London School of Hygiene and
Tropical Medicine.

Systems Biology of Infectious Disease.  May 27, 2005.  San Diego, California.  Organized by the
Department of Bioengineering at the University of California, San Diego.

Next Steps to Malaria.  April 28-29, 2005.  Cambridge, Massachusettes.  Organized by the Burroughs
Wellcome Trust Fund, The Broad Institute at MIT.

Systems Biology of Malaria.  April 8-13, 2005.  Keystone, Colorado.  Organized by the 2005 Keystone
Symposium Committee.
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Systems Biology of Drug Discovery for Malaria.  December 13, 2004.  Irvine, California.  Organized by
the Department of Pharmacology at the University of California, Irvine.

Systems Biology of Malaria.   October 16-19, 2004.  Heidelberg, Germany. Organized by the European
Molecular Biology Laboratory (EMBL): Functional Genomics; Exploring the Edges of Omics.

Using Expression Information to Discover New Drug and Vaccine Targets in the Malaria Parasite, P.
falciparum.  October 6-9, 2004.  Portland, Oregon. Organized by the American Society of Microbiology:
Functional Genomics and Bioinformatic Approaches to Infectious Disease Research.

Using Systems Biology to Study Malaria Parasite Human Interactions.  June 27-July 2, 2004.  Newport,
Rhode Island.  Organized by the 2004 Gordon Conference Committee.

The Chemical Genetics and Cell Biology of Malaria Ð A Genomic Perspective.  April 20, 2004.  San
Diego, California.  Organized by the San Diego Cell Biology Committee.

Systems Biology and Malaria.  Keynote Speaker.  March 28-31, 2004.  San Diego, California.  Organized
by the RECOMB 2004 Steering Committee.

Technology and Tropical Diseases: Using Functional Genomics to Find New Drug Targets and
Immunogens for Malaria.  March 8, 2004.  Philadelphia, Pennsylvania.  Organized by the Parasitology
Graduate Group and Department of Microbiology at University of Pennsylvania.

Molecular Approaches to Malaria.  February 1-5, 2004.  Lorne, Victoria, Australia.  Organized by the
International MAM 2004 Organising Committee, Walter and Eliza Hall Institute.

Technology and tropical medicine: Systems Biology of the Malaria Parasite.  Nov 12, 2003.  Berkeley,
California.  Organized by the University of California, Berkeley, Computational Biology Students.

Symposium on Frontiers in Genomics and Proteomics: Probing Genome Structure and Function Using
High Density Oligonucleotide Arrays.  August 11-12, 2003.  Ottawa, Canada.  Organized by the
International Union of Pure and Applied Chemistry (IUPAC) and The Canadian Society for Chemistry
(CSC).

Technology and tropical medicine: studying the structure and function of the Plasmodium falciparum
genome using high-density oligonucleotode arrays.  April 23-25, 2003.  Seattle, Washington.  Organized
by the University of Washington, Seattle, Biomedical Research Institute.

Functional Analysis of the Plasmodium Genome.  At Malaria Microarray Workshop.  March 3-7, 2003.
Bangkok, Thailand.  Organized by the National S & T Development Agency.
New technology for an ancient disease using whole-genome approaches to elucidate the Molecular basis
of Plasmodium falciparum pathogenesis.  At John Hopkins University.  January 8-10, 2003.   Baltimore,
MD.

Characterizing the Plasmodium falciparum genome using high-density oligonucleotide arrays.  At
ASTMH 51st Annual meeting,  MCIP Symposium-3.  November 10-14, 2002.  Denver, CO.  Organized
by the American Society of Tropical Medicine and Hygiene.
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Functional genomics of Plasmodium falciparum.  At Colloquium on Global Infectious Diseases.  June 20-
22, 2002.  Woods Hole, MA.  Organized by the Ellison Medical Foundation and the Marine Biological
Laboratory.

Oligonucleotide arrays for the study of Plasmodium transcription, inheritance, and populations.  At First
Rodent Malaria Genomics Meeting.  November 15-16, 2001.  Atlanta, GA.  Organized by The Institute
for Genomic Research.

Genetic Variation in Small Genomes.  At the13th International Genome Sequencing and Analysis
Conference.  October 25-28, 2001.  San Diego, CA.  Organized by TIGR, The Institute for Genomic
Research.

Yeast functional genomics and its relevance to drug discovery.  At XXth International Conference on
Yeast Genetics and Molecular Biology.  August 26-31, 2001.  Prague, Czech Republic.   Organized by the
Federation of European Microbiological Societies and European CommissionÑHuman Potential
Programme.
Parallel functional analysis of small genomes.  At a Keystone Symposium:  Systems Approach to Plant
Biology.  January 26-31, 2001.  Big Sky, MT.  Organized by Joseph R. Ecker and Steven P. Briggs.
Sponsored by Monsanto Company.

Massively parallel functional genomics in yeast.  At Functional Genomics Seminar.  November 16, 2000.
Cambridge, MA.   Organized by the Whitehead Institute/ MIT Center for Genome Research Functional
Genomics Program.

Functional Analysis of the Yeast Genome.  Oregon State University Weekly Seminar Series.  October
2000.

Massively parallel functional analysis of the yeast genome.  At Post genomics:  gene expression profiling
live and beyond.  ASM 100th general meeting.  May 21-25, 2000.  Los Angeles, CA.

Direct allelic variation scanning of the yeast genome.  At DNA replication, recombination, and repair.
November 16-19, 1999.  Kobe, Japan.

Functional genomics with signature-tagged deletion strains of yeast.  At ILMAC Congress 1999,
Conference on Biotechnology.  October 14, 1999.  Basel, Switzerland.

Parallel functional analysis of the yeast genome.  At Functional Genomics:  from gene to commercial
reality.  September 19-22, 1999.  Ambleside, United Kingdom.

Utilisation of bar-coded mutant collections in functional genomics. At Functional Genomics:  the
challenge of multicellularity.  August 26-27, 1999.  Goteborg, Sweden.

At Novartis Foundation 50th Anniversary Celebration Symposium.  From Genome to Therapy:
Integrating new technologies with drug development.  June 2-24, 1999.  Basel Switzerland.  Organized by
the Novartis Foundation.

The Arabidopsis Genome.  At Cold Spring Harbor Biotechnology Meeting.  December 3-6, 1998.  Cold
Spring Harbor, NY.  Organized by the Cold Spring Harbor Laboratories.

Wellcome Trust Lecture.  At Autumn Symposia.  September 12, 1998.  London, United Kingdom.
Organized by the British Society for Parasitology.
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Mutational Analysis of the Yeast Genome.  At GIM 8th International Symposium.  June 28-July 2, 1998.
Tel Aviv, Israel.  Organized by the Genetics of Industrial Microorganisms.

Functional analysis of the yeast genome.  At Technologies for Functional Genomics.  June 25-26, 1998.
Warwick, United Kingdom.  Organized by the BBSRC.

Functional analysis of the yeast genome.  At Pathogenomics Workshop.  December 12-13, 1997.
Vancouver, BC, Canada.  Organized by the Peter Wall Institute for Advanced Studies,  University of
British Colombia.

Functional analysis of the yeast genome.  At Discovery of Differential Expressed Genes and Functional
Analysis.  October 28, 1997.  Parsippany, NJ, USA.  Organized by the Novartis Foundation.

Parallel Analysis of the Yeast Genome.  At The Second Meeting of the Network for the Functional
Analysis of the Yeast Genome.  February 20-23, 1997.  Manchester, United Kingdom.  Organized by the
European Functional Analysis Network.

PLATFORM PRESENTATIONS

Direct Allelic Variation Scanning of the Yeast Genome.  At The 10th International Genome Sequencing
and Analysis Conference.  September 17-20, 1998.  Miami Beach, Florida, USA.  Organized by The
Institute for Genomic Research.

Genome-wide mapping of yeast chromosomal origins of replication.  At The Yeast Genetics and
Molecular Biology Meeting.  July 27-August 2, 1998.  College Park, MD, USA.  Organized by the
Genetics Society of America.


